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Figure 2A. Y61 Heavy Chain CDR HI Mutagenesis 



CDR HI 



SEQ ID 
NO: 






CO 




Ul 

o 




CJ 

fSJ 


to 
u> 




Ul 


(X 10*) 




X ox 


r 


T 
1 


c» 
E 


Q 




V 
I 




M 

Pi 


tr 
n 




o o o 
Zoo 










£« 


* 










ZZ . o 


o o o 
28 9 










o 
o 


• 










J. o • o 












X 


• 












291 










u 
n 












Z 9 • b 


O Q O 










]\ 


• 










ZZ • D 


Q O 

293 










K 


• 










Z4 . 3 


Z94 










N 












JU . 1 


one 

z9b 










1 


• 










O O ft 

JZ . O 


O ft ^ 

296 










G 


• 










Z J . J 


O ft "7 

297 










V 












Oft ft 

J9 . 9 


O ft o 

298 










I 


• 










Oft 1 

ZU • / 


o ft ft 
299 










w 


• 










2 1 • o 


^ ft ft 
300 












E 










ft 1 ft 
21.9 


301 












C 










ft 

12 . 0 


302 












S 










24 . 9 


303 












Y 










39. 8 


304 












H 










30 . 9 


305 












R 










66. 4 


306 












N 










19.1 


307 












Q 










15 . 2 


308 












T 










71 . 6 


309 












A 










20 . 5 


310 












I 










33 . 4 


311 














E 








229. 0 


312 














C 








383. 0 


313 














S 








157 . 5 


314 














Y 








33 . 7 


315 














H 








46.1 


316 














R 








448.5 


317 














N 








297 . 0 


318 














T 








148.0 


319 














A 








165 - 5 


320 














V 








133 . 5 


321 














L 








226 . 0 


322 














I 








160 . 5 


323 














• 


D 






152 . 0 


JZ4 
















E 






lo9 . U 


325 
















C 






286.5 


326 
















s 






39.9 


327 
















Y 






250.5 


328 
















N 






30.8 


329 
















G 






17.8 


330 
















A 






27.3 


331 
















V 






191.0 


332 
















M 






21.5 


333 
















I 






250.0 


334 
















P 






159,5 



Y«1 lfeitio«fMte KM 


6 

t OJBOO* 

V 

oooos 

0 


llllllllllln 




V TVNHROEKWI 8 

1 



YB1 MiJta0«rMil8: H31 


^ ODOOS 
1^ 00004 

0 


lllllniii.. 




TRY 1 HSEANQC 





Figure 2B. Y61 Heavy Chain CDR H2 Mutagenesis 
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Figure 2C. y61 Heavy Chain CDR H2 Mutagenesis 
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Figure 2D. Y61 Heavy Chain CDR H3 Mutagenesis 
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Figure 2E. Y61 Heavy Chain CDR H3 Mutagenesis 
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Figure 2F. Y61 Light Chain CDR LI Mutagenesis 
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Figure 2G. Y61 Light Chain CDR 
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Figure 2H. Y61 Light Chain CDR L3 Mutagenesis 
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FIGURE 4 



